—| 0.46

Stpurp_NP_001123285.1_iroquois_homeobox_A_[Strongylocentrotus_purpuratus]

Sakowa_XP_006820399.1_PREDICTED_iroquois_isoform_X1_[Saccoglossus_kowalevskii]

r Prbelc_XP_019629567.1_PREDICTED_iroquois—class_homeodomain_protein_lRX—4—|ike_isoform_XZ_[Branchiostoma_belcheri]
L7 Brlan_IrxB_BLAG90000865
0,99 I: Brbelc_XP_019629572.1_PREDICTED_iroquois-class_homeodomain_protein_IRX-4-like_isoform_X1_[Branchiostoma_belcheri]
0 ! Brlan_IrxC_BLAG07000983

—

Brbelc_XP_019629413.1_PREDICTED_iroquois-class_homeodomain_protein_IRX-4-like_isoform_X1_[Branchiostoma_belcheri]

1
Brlan_IrxA_BLAG90000374

0,91

0,8

0,47

Pemari_XP_032816430.1_iroquois-class_homeodomain_protein_IRX-6-like_[Petromyzon_marinus]
Pemari_XP_032826955.1_iroquois-class_homeodomain_protein_irx-4-A-like_isoform_X1_[Petromyzon_marinus]

0,48

0,58

0,95

Hosapi_NP_077311.2_iroquois-class_homeodomain_protein_IRX-6_[Homo_sapiens]

1 0.98

Sccani_XP_038662667.1_iroquois-class_homeodomain_protein_IRX-6a_isoform_X1_[Scyliorhinus_canicula]

Dareri_XP_021333188.1_iroquois-class_homeodomain_protein_IRX-6_isoform_X2_[Danio_rerio]

Dareri_XP_021322341.1_iroquois-class_homeodomain_protein_IRX-4_isoform_X1_[Danio_rerio]

0,68

0,89

Hosapi_NP_057442.1_iroquois-class_homeodomain_protein_IRX-4_isoform_b_[Homo_sapiens]
Xetrop_NP_001263621.1_iroquois-class_homeodomain_protein_irx-4_[Xenopus_tropicalis]

Sccani_XP_038653108.1_iroquois-class_homeodomain_protein_IRX-4b_isoform_X1_[Scyliorhinus_canicula]

Pemari_XP_032816226.1_iroquois-class_homeodomain_protein_irx-2-like_[Petromyzon_marinus]

0,34

Pemari_XP_032826961.1_iroquois-class_homeodomain_protein_irx-5-like_[Petromyzon_marinus]

Dareri_NP_001001405.1_iroquois_homeobox_5b_[Danio_rerio]

0,94

O”\E

Sccani_XP_038662665.1_iroguois-class_homeodomain_protein_IRX-5a_[Scyliorhinus_canicula]

0,09

Xetrop_NP_001165398.1_iroquois-class_homeodomain_protein_irx-5_[Xenopus_tropicalis]
0,66

Dareri_NP_001038692.1_iroquois-class_homeodomain_protein_IRX-5_[Danio_rerio]
0,56

Hosapi_NP_005844.4_iroquois-class_homeodomain_protein_IRX-5_isoform_1_[Homo_sapiens]

Sccani_XP_038653112.1_iroquois-class_homeodomain_protein_IRX-2a_isoform_X1_[Scyliorhinus_canicula]

Dareri_NP_957351.1_iroquois-class_homeodomain_protein_IRX-2_[Danio_rerio]

0,9

Xetrop_NP_001008113.1_iroquois-class_homeodomain_protein_irx-2_[Xenopus_tropicalis]
0,57

0,71

Hosapi_XP_011512281.1_iroquois-class_homeodomain_protein_IRX-2_isoform_X1_[Homo_sapiens]
Pemari_XP_032826967.1_iroquois-class_homeodomain_protein_irx-3-like_[Petromyzon_marinus]

0,99

Sccani_XP_038662664.1_iroquois-class_homeodomain_protein_IRX-3a_[Scyliorhinus_canicula]

0,47

0,77

Hosapi_NP_077312.2_iroquois-class_homeodomain_protein_IRX-3_[Homo_sapiens]

0,57

Xetrop_NP_001001216.1_iroquois-class_homeodomain_protein_irx-3_[Xenopus_tropicalis]

Dareri_NP_001307054.1_iroquois-class_homeodomain_protein_IRX-3_[Danio_rerio]
0,66

Dareri_NP_998265.1_iroquois_homeobox_3b_[Danio_rerio]

0,68

0,95

0,98

Pemari_XP_032830381.1_iroquois-class_homeodomain_protein_IRX-1-like_[Petromyzon_marinus]
Sccani_XP_038653115.1_iroquois-class_homeodomain_protein_irx-1-like_[Scyliorhinus_canicula]

Hosapi_NP_077313.3_iroquois-class_homeodomain_protein_IRX-1_[Homo_sapiens]
0,9

Xetrop_NP_001188351.1_iroquois-class_homeodomain_protein_irx-1_[Xenopus_tropicalis]
0,78

Dareri_NP_997067.1_iroquois-class_homeodomain_protein_IRX-1_isoform_1_[Danio_rerio]

Dareri_NP_571956.1_iroquois_homeobox_7_[Danio_rerio]

XP_038658987.1_iroquois-class_homeodomain_protein_irx-1-A-like_[Scyliorhinus_canicula]

0,72

0,99

Phmamm_gi|1834488817|emb|CAB3256926.1|MTP2014.S526.9g09767|_Irx-A_transcription_factor_protein_[Phallusia_mammillata]

|— Ciinte_XP_026692314.1_transcription_factor_protein_isoform_X1_[Ciona_intestinalis]
1

—

Ciinte_NP_001071746.1_transcription_factor_protein_[Ciona_intestinalis]

—1 039

Moocci.CG.ELv1_2.5598736.924490.01.p

Harore.CG.MTP2014.591.904367.01.p

L0

99

Ciinte_NP_001071747.1_transcription_factor_protein_[Ciona_intestinalis]

Phmamm_gi|1834488819|emb|CAB3256928.1|MTP2014.S526.909766|_Irx-B_[Phallusia_mammillata]

0,9

Harore.CG.MTP2014.591.9g09587.01.p
Phmamm.CG.MTP2014.5480.9g09228.01.p

0,7

0,6

Ciinte_XP_018666653.1_iroquois-class_homeodomain_protein_irx-5-like_[Ciona_intestinalis]
0,99
I 1

Ciinte_NP_001071748.1_transcription_factor_protein_[Ciona_intestinalis]

Phmamm.CG.MTP2014.5480.909224.01.p
Moocci.CG.ELv1_2.5487427.917689.01.p
0,93
I ’

Harore.CG.MTP2014.5184.903498.01.p

0.7



